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Internship proposal - Master 2 Bioinformatics 
Specialisation Software Development and Data Analysis
Internship period: Jan-Jun 2024
	Internship title
	Evolutionary Analysis of Protein Sequence Motifs

	Internship supervisor(s)
	Bianca Habermann

	Laboratory acronym(s)
	IBDM, UMR 7288

	Laboratory city(ies)
	Marseille

	Web site(s)
	Habermannlab.org

	Team(s)
	Computational Biology

	E-mail(s)
	bianca.habermann@univ-amu.fr

	Internship description
	Short linear motifs (SLiMs) in proteins are short functionally independent sequence stretches with a defined function and required for proteins to interact with their environment. Their functional importance makes it interesting to analyze SLiM features further, such as their structural or evolutionary properties, to understand better how SLiMs evolve to shape protein functions. We have collected SLiMs from several different resources, and identified their corresponding orthologs.

The student will work on a large body of collected data on orthology and structural featres of SLiMs from different resources. She/he will help consolidate a database that stores evolutionary information of SLiMs and develop novel methods to analyze the conservation of SLiMs relative to other parts of the protein.

	Expected skills
	Python scripting, MySQL, PHP, JavaScript (if possible), R-scripting

	Confidential (yes/no)
	No

	Informatics resources
	Will be provided by the lab, if required

	Potential PhD project (yes/no) 
	Yes
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